A cDNA which encodes human 40S ribosomal protein s3 has been isolated from a lambda-Gem 2 cDNA library constructed using poly (A+) RNA from human WISH cells. The cDNA insert includes a 5' noncoding sequence of 22 nucleotides, an open reading frame of 729 nucleotides and a 3' noncoding sequence of 82 nucleotides followed by a 3' poly A tail. The hexameter AATAAA, which is the signal sequence for polyadenylation of the 3' end of pre-mRNA (1) , is located at position 812-817inthe3' noncoding region. The open reading frame encodes a putative protein of 243 amino acid residues. The initiation codon occurs in the context AAGATGG, which conforms to the optimal translation start consensus sequence (2) . The polypeptide deduced from the cDNA sequence shows 98% homology with the rat ribosomal protein s3 (accession number PI7073). Amino acid residues from position 146 to 216 of the human 40S ribosomal protein s3 exhibit 90% identity with 40S ribosomal protein si of Xenopus laevis (3), compared using the Smith and Waterman method (4) . The size of the mRNA of ribosomal protein s3 is about 900 bases as revealed by Northern blot.
